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Establishment of DNA Extraction Method From Leaves

of Aesculus chinensis var. wilsonii
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Abstract: Extracting high-quality genomic DNA is one of the essential prerequisites for conducting molecular biology research.
Due to the high content of polysaccharides and polyphenols in the leaves of A. chinensis var. wilsonii , the quality of DNA ex-
traction is often low, which seriously affects subsequent molecular biology operations. This study used mature leaves of
600,50, and 4-year-old A. chinensis var. wilsonii plants as materials to establish a suitable method for extracting DNA
from A. chinensis var. wilsonii (M1) and compared it with three standard plant DNA extraction methods (M2—M4). The
results showed that the concentration range for M1 extraction of DNA ranged from 207.19 to 488.98 ng » ¢L™',the av-
erage value was 308.42 ng « pL ' ;the purity A /Asg ratio ranged from 1. 90 to 1.98, with an average value of 1.93. The
Ao / Asyo ratio ranged from 1.72 to 1.95,with an average value of 1.86; DNA electrophoresis bands were clear, with mod-
erate brightness, and the sample holes were clean and pollution-free; ISSR-PCR can amplify PCR products with clear
bands, good stability and high polymorphism. The DNA extracted by M1 is significantly superior to the other three meth-
ods (M2—M4) in terms of concentration, purity, DNA bands,and ISSR-PCR amplification products, making it suitable for
the extraction of DNA from leaves of A. chinensis var. wilsonii .
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1.2.1 DNA 25

SKH 4 BhO7 k4 SR ORI SE i - DNA,
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(DO EIEW L) 810 pl A 1/10 MAFLK) 8%
CTAB/NaCl ¥ W (& 1. 05 mol » L' NaCl, 8%
CTAB) , FfIn A SR TR G/ S Il (AR FR L 242 D),
IRAT, 88 10 min,4 °C,8000 rpm &[> 10 min,
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10 000 rpm&.L> 10 min,

(6) B BVE W2y 720 pl, A 2/3 A5 AR R
—20 CHIAMFHEE ., —20 CULHE 30~60 min,
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LY NTE S
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2000bp

1000bp
750bp
500bp
250bp
100bp

4 M /R marker, 2575 A B TFHKIK 2 000,1 000,750,
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B A E T 7~8, 38 23 S5 M2 §BE A %
WA T 5~8, 3 19 Z M3 ¥ Hh (0 & 5+
6~7,4L 19 F; MA 3G B 25 B+ 6 ~7, 3%
19 4. SR UBC842 2|4t 17 PCR § 48, M1 J7
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